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Part 21:Unscheduled DNA synthesis (UDS) test with mammalian liver cells in vivo

=)

4

2017-07-12 %% 2018-02-01 3Lt
i‘ﬁAE,\;ﬂ% vl R
:

A L S G



GB/T 15670.21—2017

][

Bl

GB/T 1567044 25 %10 8 B4R 50 7 76 )43 0 LT &6 47
— 55 1 AR B

— 2 By Atk O ENIRE BRI,

— 5 3 Atk O HEIRE PR

A RSy A O FEMIRE AR

5 5 A AR I

— 55 6 7o S AT IR

5 T ARy B R /T P

55 8 FBAY - S R A B/ kot U

55 9 By KR AR A R OO IS

— 5510 o W EE 4 0 YT (28 K FEHEIRR
5 11 o JE I A Y (28 K BEHEIR K
— 5 12 I E A YT (28 R B
55 13 # 4y W AE PR

55 14 T4 A ] SR AR

55 15 4 AR EL B Y B G 2 e 21 40 I SO I
— 55 16 EF 3 A PN L B ) R A A G 0 1A I AR G
55 17 E WL SRS DR AN /R B AN G e AR A G
— 55 18 #r  Wi 14 S5 B W W AE BT IR 5

55 19 F 3 AR S 2L B0 A e G o A AR U
— 55 20 E 43 ARSI L B W) A A R TR AR R

5 21 4 AR FL S I AT RE 4 DNA A AL (UDS) 8 5
5 22 TR ARSI FL S W AN DNA $1F 5165 /FLF 4 DNA 4R ;
5 23 # 4  BUR L

— %% 24 5 AR B IE #E M A

—— 55 25 Wy AR K M 2 MG

— 55 26 0 AR PR

55 27 Wy BUE AL

— 55 28 # oy AR RETE S BUE A IR

— 5 29 F 4 AR R Y 3 ) AR

ARE A GB/T 15670 (5 21 #6843,

AFRTFEI GB/T 1.1—2009 45 i A A0 #2 B,

AR 43 e AR B A O B 3R

AR A3 T A ARl A 2 G E T

PN 155 e A R NI O/ NG QT N O A



GB/T 15670.21—2017

RAZIESEARKE A%
218y . AEZ Y AT AR
T2 5p DNA & A (UDS) iR 54

1 SeE

GB/T 15670 FIATR 4> FL5E T 4 P F L 3h 90 1 40 i 2 7 40 DNA A B 56 0 356 A TR0 0] | 32 il
TR,
AR AT T R A 25830 1 AT B9 R o9 L 3 W I AR AR F 2 DNA A R

2 MesI AxH

TG SRR F AR SO R R AT D FUE T BB 51 SCHE AL B RS ROAS 3E T AR S
o FUEA T B A 51 SO He s IS (B 36 T A 1948 2l o) 38 1 F AR SO
GB 14925 SEEaY  d KXkt

3 RNIFMENX

T INARE R ik T A SO
3.1

F2F 50 DNA £ unscheduled DNA synthesis; UDS

RAETEANM R WG S WK DNA #2545 12 M DNA 4 5,
3.2

EfEESHIA  cell in repair

A% BRRL (T AR S 6 3 g s B X R ) 4
3.3

% IZ5RHL  net nuclear grain; NNG

TEBUR F R 52 UDS 12056 H 40 ML N UDS 16 M 09 2l 1 H 5 8 B ARRL B (NG U825 55 T % 1 ALY
i i 5T N R R S8 (CG) L B NNG=NG—CG, &4 i 1153 NNG 8, f6 — 55 38 W) 807 17 855 9%
Y A i NNG IC B,

4 RKEEB

P PN I 2L 3 W AT 2 B R /b DNA 5 i CUDS) 3 56 T 146 0 52 15X 40 %8 3l ) 1T 400 i 5 % DNA B 52
I

5 RIE#ER

VRN I FL S T 4 i 72 P b DNA 3 i CUDS ) 18 562 A1) T L 30 40 30 A7 1 A oA 4 40 3t 1% 2 L 2
1





